NGS Library Construction Work Order
Name:




PI/Lab:


            

Date: 

Phone:




e-mail:

Project Description:
Nucleic acid type:

____RNA     ____DNA

Number of samples________________

    Please attach sample submission sheet, see link
    Please attach any QC you have: Nanodrop, Qubit, Bioanalyzer, gel 

    Note:  ~400-500 ng in ~50-60 ul EB is ideal for most projects, more is better, less may be OK.
Nucleic acid isolation method (e.g, Trizol, column, etc.)_________________________

Do you want us to return or discard any leftover samples:  _____return      _____discard
Note: We typically use NEBNext ultra II kits [with poly(A) mRNA purification for RNA], and dual indexing.
          All QC and reagents are included.  List any modification requests here:
To help with coordinating indexes/runs with TSL:

· What is the planned read length/platform (e.g., SE100 Novaseq, PE 2x300 MiSeq)?______________

· How many million reads/sample desired (if you have a preference)? ____________________
PO to be charged:

Authorized Signature:

(person signing above should have Signature Authority over Grant funding) 
For use by Core Facility:

Work done by:

Comments:

_____________________________________________________________

Date completed:

